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Antibiotics‑induced intestinal dysbacteriosis 
caused behavioral alternations and neuronal 
activation in different brain regions in mice
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Abstract 

Antibiotics affect gut microbial composition, leading to Gut–Brain-Axis imbalance and neurobehavioral changes. 
However, the intestinal dysbacteriosis associated behavior changes are not consistently reported. It is not clear 
whether these changes are transient or permanent. The neuroprotective effect of probiotics against intestinal dys‑
bacteriosis induced alternations needs to be determined either. In the present study, oral antibiotic mixture includ‑
ing Ampicillin, Streptomycin, and Clindamycin was utilized to induce intestinal dysbacteriosis in mice. Antibiotics 
application triggered mechanical allodynia in von frey test and spontaneous pain in open field test. It also resulted 
in increased anxiety and depressive-like behaviors and damaged spatial memory performance. After application 
of probiotics, the mechanical allodynia and spontaneous pain were alleviated significantly. The anxiety behaviors, 
depressive-like behaviors and recognitive performance were ameliorative as  well. By using Fos protein as a marker, it 
is found that the sensory, emotion and memory related brain regions were activated in mice with intestinal dysbacte‑
riosis. Our study is not only helpful for enriching our basic knowledge for understanding the changed pain responses 
and related brain disorders in antibiotics-induced dysbacteriosis mice, but also beneficial for providing a more com‑
prehensive mechanistic explanation for the regulation of antibiotics and probiotics on gut microbiota and relevant 
alternations in animal neurological behaviors.
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Introduction
Gut microbiota comprised a complex community of 
microbes, is widely reported to affect multiple physi-
ological processes of the host, including gut-brain 

communications, development and function of brain, 
and behaviors [1]. The clinical manifestation inflam-
matory conditions and irritable bowel syndrome (IBS) 
are clear examples proving intestinal dysbacteriosis 
is closely connected with different pathological states 
of nervous system [2, 3]. However, the gut microbiota 
induced neuropathic condition is yet controversial. 
Recent studies indicate that antibiotic application in 
young healthy rodents induces depressive behaviors 
but not changing pain responses in the hot plate test 
[4]. While another study reports that oral application 
of antibiotics attenuates mechanical allodynia and ther-
mal hyperalgesia in chronic-constriction injury of the 
sciatic nerve model mice [5]. However, it is highly likely 
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that the pain responses should be deteriorated in ani-
mals with intestinal dysbacteriosis, since several epi-
demiological studies and our previous study indicated 
that spontaneous pain and emotional changes can be 
frequently observed in IBS patients and IBS mice [6, 7].

Besides, it is far from clear whether probiotic treat-
ment will rescue the microbiota induced brain disor-
ders. It is illustrated that Gut-Brain-Axis imbalance, 
due to intestinal dysbateriosis induced by oral ampi-
cillin, leads to reduced cognition ability and decreased 
hippocampal neuronal density, which is partially 
reversed by probiotic treatment [8]. While another 
study points out a completely different conclusion that 
disturbances to gut microbiome by antibiotics has no 
impact on cognitive behaviors in rats [9]. Moreover, 
although probiotics have been proposed as a potential 
remedy for antibiotic-induced dysbacteriosis, the effi-
cacy and underlying mechanisms remains unanswered 
so far. Thus, further exploration should be conducted 
to identify the inconsistent results regarding the pain 
responses and related brain disorders. Pain is an inte-
grated symptom with sensory-discriminative, affective-
motivational, and cognitive-evaluative changes [10]. 
It is important to examine the sensory dysfunction of 
nociceptive information (hyperalgesia, allodynia, and 
spontaneous pain), as well as various pain related brain 

disorders such as depression, anxiety and amnesia in 
animals with intestinal microflora imbalance.

In the present study, we used an intestinal dysbacte-
riosis model by exposing healthy mice to a broad-spec-
trum cocktail mixture of Ampicillin, Streptomycin and 
Clindamycin (ASC antibiotics) for 3  weeks [4, 11]. It’s 
shown that intestinal dysbacteriosis induced nocicep-
tive responses, anxiety- and depression-like behaviors, 
and damaged spatial memory ability, as well as changed 
Fos expressions in cortex and hippocampus. The present 
results thus show a link among intestinal bacteriosis, 
behavior changes and altered neuronal excitability in 
certain brain regions. Furthermore, these changes were 
partially rescued by antibiotics withdrawal and/or pro-
biotics application. This study aims to provide direct 
evidence for the changed neurological behaviors and 
neuronal activities in mice with intestinal dysbacteriosis 
and improving our understanding for the correlation in 
Gut-Brain-Axis.

Results
Application of antibiotic induced intestinal dysbacteriosis 
in mice
The experimental timelines of each group were shown 
in Fig.  1. After habituation, mice were allocated to four 
groups and subjected to 3-week drinking solution 

Fig. 1  Experimental groups and schedule. Mice of group A (Control, Con) were treated with drinking water for 3 weeks, and mice of group B 
(Dysbacteriosis, Dys) were treated with 1 mg/ml ASC antibiotics (a mixture of Ampicillin, Streptomycin, and Clindamycin) for 3 weeks. While in 
Group C (Vehicle, Veh) and D (probiotics, Pro), there was a reverse course with ASC antibiotic mixture changed to drinking water and probiotics for 
another 2-week. The mice in each group were then subjected to gut microbiota analysis, a series of behavioral tests including anxiety, depression, 
pain test and recognitive memory test and immunostaining for Fos protein
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processing—plain water for Group A (Con), and ASC 
antibiotic cocktail mixture for Group B (Dys), C (Veh) 
and D (Pro). While in Group C and D, there was a reverse 
course with ASC antibiotic mixture changed to plain 
water or probiotics for another 2  weeks. The mice in 
each group were then subjected to gut microbiota analy-
sis, a series of behavioral tests including anxiety, depres-
sion, pain response test and recognitive memory test and 
immunostaining for Fos protein.

To investigate the possible changes in the gut micro-
biota composition, qPCR was performed to assess the 
alternation of three main bacterial species with genus-
specific primers targeting the 16S rRNA genes of Bifido-
bacterium, Escherichia Coli, and Lactobacillus (Table 1). 
As expected, dysbacteriosis was induced in Dys mice 
treated with ASC antibiotics, in which the relative 
expression levels of three bacterial groups was reduced 
significantly when compared with the Con mice (Fig. 2). 
With the replacement of ASC mixture with probiotics 

but not plain water, the population of Bifidobacteriaceae 
and Lactobacillus were both recovered. However, the 
population of Escherichia coli was partially but signifi-
cantly recovered, when the ASC mixture was replaced 
with either plain water or probiotics. These results indi-
cate that the dysbacteriosis mice could be established by 
ASC antibiotics treatment, while probiotics application 
has potent effect for rescuing the flora distribution.

Dysbacteriosis induced mechanical allodynia and visceral 
pain
The possible mechanical allodynia, thermal hyperalge-
sia and visceral pain responses were then evaluated by 
measuring the paw withdrawal mechanical thresholds 
(PWMT) in von frey filament test, paw withdrawal ther-
mal latency (PWTL) in hot plate test and spontaneous 
pain behavioral responses in open field test, respectively 
(Fig.  3). Visceral pain were defined by mouse postures 
including licking of the abdomen without other groom-
ing behavior, flattening the abdomen against the floor, 
abdominal retractions, and whole-body stretching as 
described in the previous study[6]. The PWMT of Dys 
mice were significantly reduced as compared with Con 
mice, suggesting that dysbacteriosis induce a significant 
mechanical allodynia. While following treatment with 
2-week drinking water or probiotics largely alleviated the 
allodynia (Fig.  3a). Similar results could be observed in 
the visceral pain test [12]. We found that ASC antibiot-
ics-treated mice exhibited obvious visceral pain-related 
behaviors, which were alleviated by vehicle treatment or 
probiotics treatment (Fig. 3b). However, in hot plate test, 
the PWTLs were not different in mice in Con, Dys, Veh 
and Pro groups, although a decreased tendency of the 
PWTL was shown in Dys group in comparison with Con 

Table 1  Primer sequences used in qPCR for bacterial 
identification

Target species Sequence (5′–3′)

Bifidobacterium

 Forward GCG​TGC​TTA​ACA​CAT​GCA​AGTC​

 Reverse CAC​CCG​TTT​CCA​GGA​GCT​ATT​

Escherichia coli

 Forward GGA​GCA​AAC​AGG​ATT​AGA​TACCC​

 Reverse AAC​CCA​ACA​TTT​CAC​AAC​ACG​

Lactobacillus

 Forward CGA​TGA​GTG​CTA​GGT​GTT​GGA​

 Reverse CAA​GAT​GTC​AAG​ACC​TGG​TAAG​

Fig. 2  Effects of vehicle and probiotics on the abundance of gut bacteria in antibiotic-treated mice. The alternation of three main bacterial species 
was assessed with genus-specific primers targeting the 16S rRNA genes of a Bifidobacterium, b Escherichia Coli and (C) Lactobacillus. To better 
visualize the change within each genus, the relative abundance of each group has been divided by the mean of relative abundance obtained in the 
Con group, which corresponds to the value 1. Results are presented as means ± s.e.m., 8 pieces of pellet were collected per group, n = 6 mice per 
group (one-way ANOVA). ***p < 0.001
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group (Fig.  3c). In total, these behavioral results show 
that obvious mechanical allodynia and spontaneous vis-
ceral pain are induced in dysbacteriosis mice with antibi-
otic application, which are rescued by following 2-week 
exposure to either drinking water or probiotics.

Dysbacteriosis induced anxiety‑like behavior
To test whether alternation of intestinal flora affect 
anxiety-like behavior in mice, we carried out elevated 
plus maze test and open field test [13]. In elevated plus 
maze (EPM) test, the total crossings and the time spent 

in open arms in Dys mice were lower than those of Con 
mice, while the time spent in closed arms in Dys mice 
was higher than that of Con mice (Fig.  4a–c). These 
results strongly suggest that a 3-week treatment of ASC 
antibiotics induced anxiety in Dys mice. Besides, fol-
lowing 2-week application of probiotics significantly 
reversed the anxiety behaviors, indicating the impor-
tant role of probiotic treatment in alleviating anxiety 
induced by antibiotics in mice. Meanwhile, the velocity 
of Dys mice was significantly lower than that of mice in 

Fig. 3  Vehicle and probiotics alleviated mechanical allodynia and visceral pain in dysbacteriosis mice. a The paw withdrawal mechanical threshold 
(PWMT) was reduced in Dys group but recovered in Veh and Pro group. b The number of spontaneous pain behaviors was increased in Dys group 
but recovered in Veh and Pro group. c No statistically significant difference of the paw withdrawal thermal latency (PWTL) was observed among the 
four groups. n = 6 mice mice per group (one-way ANOVA). *p < 0.05; **p < 0.01; ***p < 0.001

Fig. 4  The enhanced anxiety-like behavior in dysbacteriosis mice. a Representative traces in the elevated plus maze test of different groups. The 
total crossings (b), time spent in open arms and closed arms (c), and velocity of mice (d) were summarized in different groups. (E) Representative 
traces in open field test of different groups. f–h The travel distance, central zone travel distance, and central zone time of mice were summarized in 
different group. n = 6 mice per group (one-way ANOVA for b, d and f–h, two-way ANOVA for c). *p < 0.05; **p < 0.01; ***p < 0.001
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Con, Veh and Pro groups (Fig. 4d), indicating that Dys-
bacteriosis also reduce the locomotion of animals.

We further tested the locomotion behaviors in the 
open field test (Fig. 4e–h). Dys mice showed a significant 
decrease in total travel distance, central zone travel dis-
tance and central zone time, suggesting that anxiety is 
induced in mice exposed to ASC antibiotics. However, 
following exposure to vehicle or probiotics could only 
significantly increase the total travel distance but not 
the travel distance or time spent in central zone area, 
although an increased tendency for the central zone time 
and central zone distance could be easily noticed.

Dysbacteriosis induced depression‑like behavior
Then, tail suspension test and splash test were performed 
to assess the depression-like behavior. The immobil-
ity time length of absence of escape-oriented behavior 
in tail suspension test and grooming latency in splash 
test were recorded [14]. As shown in Fig.  5, Dys mice 
exhibited increased immobility time (165.0 ± 9.349  s) 
and decreased grooming latency (83.67 ± 6.859 s), when 
comparing with mice in Con group (142.7 ± 5.493  s, 
139.30 ± 6.955  s). These depression-like behaviors were 
largely rescued by following 2-week application of drink-
ing water or probiotics.

Dysbacteriosis damaged spatial memory performance
Next, hippocampus-dependent spatial memory was 
tested in Morris water maze [15]. The latency for iden-
tifying the location of a hidden platform with respect to 
surrounding contextual cues was calculated in the four 
groups over the 5-day training trail. It’s shown that the 
escape latency was increased in Dys mice when com-
pared with mice in control group (Fig. 6a, b). During the 

probe trail, the distance traveled in target quadrant and 
number of crossing the original hidden platform quad-
rant were significantly decreased in intestinal dysbacte-
riosis mice, while the swim average velocity remained no 
statistically different between Dys mice and other groups 
(Fig.  6c–e). It was also noticed that the distance in tar-
get quadrant of Veh mice was reduced significantly when 
compared with mice in control group (Fig. 6c). Together, 
these results demonstrate that dysbacteriosis damage 
spatial memory performance, and it could be rescued by 
probiotic treatment but not plain water.

Probiotic treatment modulates the expression of C‑Fos 
protein in the central nervous system
Accumulating evidences show the involvement of corti-
cal and subcortical areas, such as the anterior cingulate 
cortex (ACC), prefrontal cortex (PFC), and insular cor-
tex (IC) in processing pain and emotional responces 
[16–18]. Substantial behavioral, electrophysiological, 
and imaging evidence supporting that the hippocampus 
(HIP) is implicated in several functions such as learning 
and memory, emotion and affect, and pain processing. 
We thus involved immunostaining for Fos protein, an 
activity-dependent neuronal marker [19], to explore the 
possibly changed brain areas involved with intestinal dys-
bacteriosis. We found that, the number of Fos immuno-
reactive (ir) neurons was significantly decreased in mPFC 
and HIP but increased in ACC and IC in Dys mice com-
pared with the Con mice. The changed Fos expression 
pattern could be rescued by following application of Veh 
or Pro in mPFC, ACC and IC but not in the HIP (Fig. 7).

Fig. 5  The enhanced depressive-like behavior in dysbacteriosis mice. a The length of absence of escape-oriented behavior in tail suspension test. b 
The grooming latency alternation of mice in different groups in splash test. n = 6 mice per group (one-way ANOVA). *p < 0.05; **p < 0.01; ***p < 0.001
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Fig. 6  Effect of antibiotics and probiotics on spatial memory. a Representative travel paths of mice in different groups in training trail and probe 
trail. b Escape latency of training trail from Day 1 to Day 5. b-d Distance traveled in the target quadrant in probe trail on Day 6, Number of crossing 
the original platform quadrant in probe trail on Day 6, and Average velocity of mice in probe trail on Day 6 (e) were summarized in different groups. 
n = 6 mice per group (one-way ANOVA for c–e, two-way ANOVA for b). *p < 0.05; **p < 0.01

Fig. 7  The expression of Fos protein was changed in different brain regions in antibiotics-treated mice. a Staining results of Fos in prefrontal cortex 
(PFC), anterior cingulate cortex (ACC), insular cortex (IC), and hippocampus (HIP). b Histogram showing the quantification of Fos-immunoreactive 
(Fos-ir) neurons in the above brain regions. n = 6 slices per mouse; 6 mice per group (one-way ANOVA). *p < 0.05; **p < 0.01; ***p < 0.001. Bar equals 
to 250 μm in a 
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Discussion
The composition of gut microbiome can be affected by 
numerous factors, such as changes in the diet, trans-
planting microbiota between animals, and exposure 
to antibiotics [20]. Among them, antibiotic treatment 
is the most commonly used method as it represents 
the simplest way to disturb gut microbial ecology [3]. 
Antibiotics are important medications to combat dis-
eases caused by pathogenic bacteria, but they affect 
target pathogen and other beneficial species in the gut 
simultaneously [21]. Although probiotics have been 
proposed as a remedy for antibiotic-induced dysbac-
teriosis, the hazards of antibiotics and efficacy of pro-
biotics remains uncertain. Most orally administered 
antibiotics alter the gut microbiota transiently during 
the treatment, and some antibiotics can induce long-
lasting changes in the gut microbiota [22]. Thus, the 
results differs because of the mixture of antibiotics are 
not standardization and the measuring time points are 
different. In this study, a 3-week ASC antibiotics appli-
cation was utilized to induce intestinal dysbacteriosis. 
In those Dys mice, enhanced anxiety-/depression-like 
behaviors and pain responses and damaged recognitive 
memory are shown, which are more or less recovered 
after withdrawal of antibiotics. Probiotics facilitates 
alleviation of anxiety, depression, mechanical allodynia 
and visceral spontaneous pain.

In our study, intestinal dysbacteriosis mice was estab-
lished by ASC antibiotics application, which was assessed 
by the alternation of relative abundance of Bifidobac-
terium, Escherichia Coli, and Lactobacillus. The abun-
dance of beneficial bacteria including Bifidobacterium 
and Lactobacillus decreased dramatically in Dys group 
and replenished in Pro group, which was in consist-
ent with the previous study[8]. It has been reported that 
decreased Bifidobacterium and increased Escherichia 
could be observed in the fecal samples from patients 
with Alzheimer`s diseases and IBS patients [23, 24]. 
Bifidobacterium and Lactobacillus have been shown to 
decrease the visceromotor response to colorectal dis-
tention in animal models [25]. We now also showed that 
probiotics including Bifidobacterium and Lactobacillus 
could relieve visceral hypersensitivity and mechanical 
allodynia. Recent study demonstrates that Lactobacil-
lus treatment alleviates anxiety and depressive behaviors 
[13], which correspond to the results of EPM, TST and 
splash test in the present study. As numerous studies 
showed that antibiotic application does not interfere with 
body weight significantly [9, 21, 26, 27]. Thus, we focused 
on the correlations of gut microbiota and behavioural 
changes and neglect the influence of antibiotics on body 
weight. Besides, as shown in Fig. 6a, b, the longer escape 
latency of the Dys mice in the training trail is not because 

of the lower locomotion, but more likely related to dam-
aged learning and memory ability which can be figured 
out by the disordered traces compared with the Con 
mice.

It is necessary to investigate the relationship of behav-
ioral alternations especially pain perception with anti-
biotics-induced neuronal activation in different brain 
regions, thus we conducted Fos mapping throughout the 
whole brain. In the present study, the changed Fos expres-
sion in the mentioned brain areas are in highly coinci-
dent with the behavioral performances. In detail, the 
decreased number of Fos-ir neurons in mPFC, reduced 
pain threshold and increased anxiety-like behaviors can 
be explained by the results that mPFC initiates the alle-
viation of chronic pain and anxiety-like behaviors[18]. 
Abundant literatures document that ACC and IC are cru-
cial cortical areas for pain perception, deterioration, and 
its related emotional disorders such as aversive learning 
and fear [17, 28–30]. The results of this study confirmed 
that the activated ACC and IC are closely related to the 
intestinal dysbacteriosis induced pain and its associ-
ated anxiety. As shown in Figs. 6, 7, the hippocampal Fos 
expressions of Pro mice were not tightly correlate to the 
working memory performance as the escape latency of 
Pro mice were improved but the number of Fos-ir neu-
rons stayed unchanged. We think that, although the Fos 
expression is an important indicator for showing the 
changed activity of neurons in most of the brain areas, it’s 
possible that the Fos expression is not coincident with the 
behavioral responses in all cases. It has been shown that 
the expression of Fos in the hippocampus is not a direct 
predictor or explicit to spatial memory learning [31].

Several different findings were also found in the pre-
sent study, in comparison with previous works. Firstly, a 
recent study indicates that antibiotics plays an analgesia 
role but in the mice with CCI neuropathic pain model [5]. 
We propose that the difference may come from different 
animal model: they apply antibiotics in neuropathic pain 
mice while we use the normal mice to induce intestinal 
dysbacteriosis. The other reason may lie in the different 
composition and delivery way of the antibiotics. They 
feed the mice once daily with gastric gavage (0.5 g/L Neo-
mycin, 0.5  g/L Ampicillin, 0.5  g/L Metronidazole, and 
0.5  g/L Vancomycin), while we deliver the mice with a 
mixture of 1 g/L Ampicillin, Streptomycin, Clindamycin 
supplied ad libitum. Secondly, one previous study shows 
that no cognitive behaviors changed in rats in Morris 
water maze test 8  weeks after Vancomycin gavage [9], 
while another reports that the spatial memory is dam-
aged in mice 1 week after Ampicillin gavage [8]. We think 
that the antibiotics utilized and the detection time point 
may be important to find the difference. In our study, 
changing the antibiotics to plain water for 2  weeks can 
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result in a partially rescued phase of the damaged spatial 
memory. We hypothesize that when the time point come 
to 8 weeks after the antibiotics changing to plain water, 
there would be no significant differences between the 
Con group and Dys group. This may also explain the con-
flicting conclusion of the previous studies to some extent.

In sum, gut microbiota is important for pain responses 
and pain-related disorders, as well as recognitive perfor-
mance in dysbacteriosis mice, both of which are deterio-
ration by antibiotics-induced gut microbiota alternations. 
We also confirm that these alternations are transient 
and there exist the neuroprotective effect of probiotics 
against intestinal dysbacteriosis. Furthermore, gut micro-
biota can produce neuroactive compounds such as neu-
rotransmitters including noradrenaline, γ-aminobutyric 
acid (GABA), dopamine and serotonin [32]. Thus, it is 
possible that the changed neurotransmitter release are 
involved in various neurological disorders caused by anti-
biotics treatment, which would be further explored in 
our future study.

Materials and methods
Animals
Male C57BL/6J (6 weeks old) mice were purchased from 
the Experimental Animal Center of Air Force Medical 
University (Xi`an, China). They were housed in plastic 
cages under controlled laboratory conditions (tempera-
ture: 21–24℃; 12-h light/dark cycle: lights on 9 a.m.-9 
p.m.) with food and water supplied ad libitum. After one-
week acclimatization, mice were randomly divided into 
four groups with nine mice each, namely Group A (con-
trol group; plain water for 3-week), group B (dysbacterio-
sis group; water with ASC antibiotics for 3-week), Group 
C (saline group; water with ASC antibiotics for 3-week 
and then plain water for 2-week), Group D (probiotics 
group; water with ASC antibiotics for 3-week and then 
probiotics for 2-week). The ASC antimicrobial cocktail 
is a mixture of Ampicillin (Macklin, Shanghai, China), 
Streptomycin (Macklin, Shanghai, China), Clindamycin 
(Macklin, Shanghai, China), and sterile drinking water at 
a final concentration of 1 g/L as previously described[4, 
11]. While in Group C and D, there was a reverse course 
with ASC antibiotic mixture changed to drinking water 
or probiotics (Live Combined Bifidobacterium and Lac-
tobacillus Tablets, Inner Mongolia Shuang Qi Phar-
maceutical Co., Ltd. PRC, Inner Mongolia, China) for 
another 2 weeks. The mice in each group were then sub-
jected to gut microbiota analysis, a series of behavioral 
tests including anxiety, depression, pain response test 
and recognitive memory test and immunostaining for Fos 
protein.

To minimize environment stress, all mice in each group 
(N = 6 mice) were permitted to adapt to the environment 

of behavioral test room (12 h light/dark cycle, 22℃, 50% 
relative air humidity) 3  days before testing. Mice were 
subjected to a series of behavioral tests during the follow-
ing weeks as shown in Fig. 1.

Anxiety‑like behavior
Elevated plus maze (EPM). The following day, the 
mice were subjected to EPM test system consisted of 
two open arms (30  cm × 5  cm) and two closed arms 
(30 cm × 5 cm × 15 cm) as described in previous studies 
[33]. They were individually placed in the central square 
platform (5  cm × 5  cm) 70  cm above the floor with the 
nose toward a closed arm and allowed to explore for 
5  min. The time spent and total distance traveled were 
recorded using a motion tracking system and calculated 
by the analyzing system (Shanghai Mobile Datum Infor-
mation Technology, Shanghai, China).

Open field test (OFT). The mice were placed in the 
OFT system, which was comprised of 8 square chambers 
(50 cm × 50 cm × 45 cm) [6]. Their horizontal movement 
was detected by a motion tracking system and the central 
distance and total traveling distance were analyzed by the 
analysis software (Shanghai Mobile Datum Information 
Technology, Shanghai, China).

Depression‑like behavior
Tail suspension test (TST). Mice were suspended 50 cm 
above the floor using adhesive tape placed approximately 
1 cm from the tip of the tail for 5 min. The duration of 
immobility was monitored and recorded in seconds by a 
time recorder. Immobility of the mice was defined as the 
absence of escape-oriented movement and completely 
motionless while suspended.

Splash Test. This test was based on grooming behav-
ior, which was performed by vaporization of the 10% of 
sucrose solution on the dorsal coat of mice as described 
in previous study[14]. The latency and frequency of the 
grooming behavior was scored during 5  min and then 
analyzed.

Recognitive memory
Morris water maze test (MWMT). Learning and memory 
performance was evaluated in a circular tank (diameter, 
120 cm) filled with white opaque water at approximately 
21℃. A fixed platform (diameter, 10 cm) remained con-
stant and submerged 1 cm below the water surface in a 
target quadrant. Reference cues of different colors and 
shapes were placed along the walls surrounding the tank. 
During the hidden platform testing, mice were gently 
placed into the tank and the entry point of four quadrants 
were randomly changed. Mice were gently guided to the 
hidden platform if they failed to find it within 60 s, and 
they were kept on the platform for 15 s. During training 
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trails, the mouse behavior was recorded using a motion 
tracking system and the escape latency was calculated by 
the analyzing system (Shanghai Mobile Datum Informa-
tion Technology, Shanghai, China) per testing day. On 
day 6, the hidden platform was removed and a probe test 
was performed. The swimming velocity and the number 
of crossing the area where the hidden platform used to be 
was recorded.

Pain behavior
Paw withdrawal thresholds test. The mice were kept 
in Lucite cubicles over a wire mesh and acclimated for 
30 min as described in previous studies[28, 34]. A series 
of Von Frey filaments (0.008, 0.02, 0.04, 0.16, 0.4, 0.6, 1, 
1.4, 2 g) with various bending forces (according to 0.078, 
0.196, 0.392, 1.568, 3.92, 5.88, 9.8, 13.72, 19.6 mN) were 
applied to the plantar surface of the hindpaw until the 
mice withdrew from the stimulus. The lowest force at 
which a withdrawal response was obtained was consid-
ered as the pas withdrawal threshold.

Spontaneous pain
Visceral pain were defined by mouse postures including 
licking of the abdomen without other grooming behav-
ior, flattening the abdomen against the floor, abdominal 
retractions, and whole-body stretching as described in 
the previous study[6].

16S rRNA qPCR
The time points of fecal samples collected of the four 
groups were shown in Fig.  1. DNA was extracted from 
stool samples that snap-frozened on dry ice using the 
TIANamp Stool DNA kit (Tiangen Biotechnology com-
pany, Beijing, China) according to the manufacturer`s 
instructions. The abundance of specific bacterial groups 
was measured by qPCR using genus-specific 16S rRNA 
gene primers (Table  1) and the SuperReal PreMix Plus 
SYBR Green kit (Tiangen Biotechnology company, Bei-
jing, China). qPCR was performed in a real-time PCR 
detection system (Bio-Rad, Hercules, CA). Bacterial 
DNA was quantified using standard curves constructed 
with reference bacteria specific for each bacterial group 
analyzed.

Fos mapping
Histology. Mice of the three groups were deeply anesthe-
tized and then transcardially perfused with 0.9% saline 
(50 ml), followed by 4% paraformaldehyde (PFA, 100 ml, 
PH 7.4). Brains were extracted immediately, post-fixed in 
4% PFA for 4 h, and cryoprotected by 0.1 M PB containing 
4% (w/v) sucrose at 4℃ until cutting. 30 μm serial coro-
nal sections were cut using a freezing microtome (Kry-
ostat 1720, Leitz, Mannheim, Germany). Subsequently, 

the sections were washed with 0.01 M phosphate buffer 
solution (PBS, PH 7.4) and rinsed three times for 10 min. 
The sections were pre-incubated in blocking solution 
(PBS containing 1% bovine serum albumin, 0.3% Triton 
X-100) for 1 h, and then incubated with primary anti-c-
Fos antiserum (1:400, Abcam, Cambridge, MA, USA) 
overnight. Next, the sections were rinsed and then incu-
bated in an Alexa Fluor (AF) 488-conjugated Rabbit anti-
mouse secondary antibody solutions (1:400) for 4  h at 
room temperature. The slices were then washed exten-
sively with PBS, incubated with DAPI (D9542, Sigma, 
USA) at 1:1000 in PBS, and then mounted on microscope 
slides and cover-slipped. Images were acquired by using 
a virtual slide microscope (VS120, Olympus, Japan). The 
images were analyzed by using software CellSens Dimen-
sion (Olympus, Japan).

Statistical analysis
All data were collected by experimenters who were blind 
to the conditions of the experimental animals. Statistical 
analysis was performed using GraphPad Prism 8 (version 
8.0.2). Statistical significance was assessed by one-way 
ANOVA (Tukey`s multiple comparisons test) and two-
way ANOVA (Sidak`s multiple comparisons test). Ana-
lyzed numbers (n) for each experiment are illustrated in 
the main text sections of corresponding figure legends. 
Data were presented as the Mean ± S.E.M. A threshold 
for statistical significance of P < 0.05 was chosen in this 
study.

Acknowledgements
Not applicable.

Authors’ contributions
TC, HY and XJW designed the experiments. PW, KT and PC did the immu‑
nohistochemical staining works. PW, KT, PC, YFY, HZ, XTQ, and MMZ did the 
behavioral tests. HZ did the qPCR experiments. TC and PW wrote the final 
manuscript. XJW and HY helped to revise the manuscript. All authors read and 
approved the final manuscript.

Funding
This research is supported by National Natural Science Foundation of China 
(81671095 and 32071000 to T.C. and 81500945 to M.M.Z.) and Foundation for 
Distinguished Young Scholar of ShaanXi (2019JC-21 to T.C.) and Natural Sci‑
ence Foundation of ShaanXi Province (2020JQ-231 to P.W.).

Availability of data and materials
The data that support the findings of this study are available from the cor‑
responding author upon reasonable request.

Ethics approval and consent to participate
The experiments and animal cares were carried out according to the Interna‑
tional Association for the Study of Pain and approved by the Northwestern 
Polytechnical University and Air Force Medical University Committee on 
Animal Care and Use. All the efforts were made to minimize suffering and the 
number of animals utilized.

Consent for publication
Not applicable.



Page 10 of 10Wang et al. Mol Brain           (2021) 14:49 

Competing interests
The authors declare no competing or financial interests.

Author details
1 Institute of Medical Research, Northwestern Polytechnical University, Xi`an, 
Shaanxi 710072, P. R. China. 2 Department of Human Anatomy, Histology 
and Embryology & K.K. Leung Brain Research Centre, The Air Force Medical 
University, No. 169 Changle West Road, Xi’an 710032, China. 3 Department 
of Anesthesiology, General Hospital of Tibet Military District, Lhasa, Tibet 
850007, P. R. China. 4 Department of Biomedical Engineering, The Air Force 
Medical University, Xi`an, China. 5 Key Laboratory for Space Bioscience 
and Biotechnology, School of Life Sciences, Northwestern Polytechnical Uni‑
versity, Xi`an, China. 6 Department of Neurosurgery, Fudan University Shanghai 
Cancer Center, 270 Dongan Road, Xuhui 200032, Shanghai, China. 

Received: 2 January 2021   Accepted: 19 February 2021

References
	1.	 Cryan JF, Dinan TG. Mind-altering microorganisms: the impact 

of the gut microbiota on brain and behaviour. Nat Rev Neurosci. 
2012;13(10):701–12.

	2.	 Hooks KB, Konsman JP, O’Malley MA. Microbiota-gut-brain research: a 
critical analysis. Behav Brain Sci. 2018;8:1–40.

	3.	 Champagne-Jorgensen K, Kunze WA, Forsythe P, Bienenstock J, McVey 
Neufeld KA. Antibiotics and the nervous system: More than just the 
microbes? Brain Behav Immun. 2019;77:7–15.

	4.	 Guida F, Turco F, Iannotta M, De Gregorio D, Palumbo I, Sarnelli G, et al. 
Antibiotic-induced microbiota perturbation causes gut endocannabinoi‑
dome changes, hippocampal neuroglial reorganization and depression 
in mice. Brain Behav Immun. 2018;67:230–45.

	5.	 Ding W, You Z, Chen Q, Yang L, Doheny J, Zhou X, et al. Gut Microbiota 
Influences Neuropathic Pain Through Modulating Proinflammatory and 
Anti-inflammatory T Cells. Anesthesia Analgesia. 2020.

	6.	 Zhang MM, Liu SB, Chen T, Koga K, Zhang T, Li YQ, et al. Effects of NB001 
and gabapentin on irritable bowel syndrome-induced behavioral anxiety 
and spontaneous pain. Mol Brain. 2014;7:47.

	7.	 Mearin F, Lacy BE, Chang L, Chey WD, Lembo AJ, Simren M, et al. Bowel 
disorders. Gastroenterology. 2016;8:65.

	8.	 Roy Sarkar S, Mitra Mazumder P, Banerjee S. Probiotics protect against gut 
dysbiosis associated decline in learning and memory. J Neuroimmunol. 
2020;348:577390.

	9.	 O’Mahony SM, Felice VD, Nally K, Savignac HM, Claesson MJ, Scully P, et al. 
Disturbance of the gut microbiota in early-life selectively affects visceral 
pain in adulthood without impacting cognitive or anxiety-related behav‑
iors in male rats. Neuroscience. 2014;277:885–901.

	10.	 Liu MG, Chen J. Roles of the hippocampal formation in pain information 
processing. Neurosci Bull. 2009;25(5):237–66.

	11.	 Lamouse-Smith ES, Tzeng A, Starnbach MN. The intestinal flora is required 
to support antibody responses to systemic immunization in infant and 
germ free mice. PLoS ONE. 2011;6(11):e27662.

	12.	 Theodorou V, Ait Belgnaoui A, Agostini S, Eutamene H. Effect of com‑
mensals and probiotics on visceral sensitivity and pain in irritable bowel 
syndrome. Gut Microbes. 2014;5(3):430–6.

	13.	 Sun L, Ma L, Zhang H, Cao Y, Wang C, Hou N, et al. Fto deficiency reduces 
anxiety- and depression-like behaviors in mice via alterations in gut 
microbiota. Theranostics. 2019;9(3):721–33.

	14.	 Yalcin I, Bohren Y, Waltisperger E, Sage-Ciocca D, Yin JC, Freund-Mercier 
MJ, et al. A time-dependent history of mood disorders in a murine model 
of neuropathic pain. Biol Psychiatry. 2011;70(10):946–53.

	15.	 Morris R. Developments of a water-maze procedure for studying spatial 
learning in the rat. J Neurosci Methods. 1984;11(1):47–60.

	16.	 Zhao MG, Toyoda H, Lee YS, Wu LJ, Ko SW, Zhang XH, et al. Roles of NMDA 
NR2B subtype receptor in prefrontal long-term potentiation and contex‑
tual fear memory. Neuron. 2005;47(6):859–72.

	17.	 Koga K, Descalzi G, Chen T, Ko HG, Lu J, Li S, et al. Coexistence of two 
forms of LTP in ACC provides a synaptic mechanism for the interactions 
between anxiety and chronic pain. Neuron. 2015;85(2):377–89.

	18.	 Wang GQ, Cen C, Li C, Cao S, Wang N, Zhou Z, et al. Deactivation of 
excitatory neurons in the prelimbic cortex via Cdk5 promotes pain sensa‑
tion and anxiety. Nat Commun. 2015;6:7660.

	19.	 Yang H, Shan W, Zhu F, Yu T, Fan J, Guo A, et al. C-Fos mapping and EEG 
characteristics of multiple mice brain regions in pentylenetetrazol-
induced seizure mice model. Neurol Res. 2019;8:1–13.

	20.	 Soto M, Herzog C, Pacheco JA, Fujisaka S, Bullock K, Clish CB, et al. Gut 
microbiota modulate neurobehavior through changes in brain insulin 
sensitivity and metabolism. Mol Psychiatry. 2018;23(12):2287–301.

	21.	 Ojima MN, Gotoh A, Takada H, Odamaki T, Xiao JZ, Katoh T, et al. Bifido‑
bacterium bifidum suppresses gut inflammation caused by repeated 
antibiotic disturbance without recovering gut microbiome diversity in 
mice. Front Microbiol. 2020;11:1349.

	22.	 Weiss GA, Hennet T. Mechanisms and consequences of intestinal dysbio‑
sis. Cell Mol Life Sci. 2017;74(16):2959–77.

	23.	 Li B, He Y, Ma J, Huang P, Du J, Cao L, et al. Mild cognitive impairment has 
similar alterations as Alzheimer’s disease in gut microbiota. Alzheimers 
Dement. 2019;15(10):1357–66.

	24.	 Mayer EA, Savidge T, Shulman RJ. Brain-gut microbiome interactions and 
functional bowel disorders. Gastroenterology. 2014;146(6):1500–12.

	25.	 Esquerre N, Basso L, Defaye M, Vicentini FA, Cluny N, Bihan D, et al. Colitis-
induced microbial perturbation promotes postinflammatory visceral 
hypersensitivity. Cell Mol Gastroenterol Hepatol. 2020;10(2):225–44.

	26.	 Aguilera M, Cerda-Cuellar M, Martinez V. Antibiotic-induced dysbiosis 
alters host-bacterial interactions and leads to colonic sensory and motor 
changes in mice. Gut Microbes. 2015;6(1):10–23.

	27.	 Frohlich EE, Farzi A, Mayerhofer R, Reichmann F, Jacan A, Wagner B, et al. 
Cognitive impairment by antibiotic-induced gut dysbiosis: analysis of gut 
microbiota-brain communication. Brain Behav Immun. 2016;56:140–55.

	28.	 Chen T, Taniguchi W, Chen QY, Tozaki-Saitoh H, Song Q, Liu RH, et al. Top-
down descending facilitation of spinal sensory excitatory transmission 
from the anterior cingulate cortex. Nat Commun. 2018;9(1):1886.

	29.	 Bliss T, Collingridge G, Kaang B, Zhuo M. Synaptic plasticity in the 
anterior cingulate cortex in acute and chronic pain. Nat Rev Neurosci. 
2016;17(8):485–96.

	30.	 Zhuo M. Neural mechanisms underlying anxiety-chronic pain interac‑
tions. Trends Neurosci. 2016;39(3):136–45.

	31.	 Shires KL, Aggleton JP. Mapping immediate-early gene activity in the rat 
after place learning in a water-maze: the importance of matched control 
conditions. Eur J Neurosci. 2008;28(5):982–96.

	32.	 Morais LH. Schreiber HLt. Nat Rev Microbiol: Mazmanian SK. The gut 
microbiota-brain axis in behaviour and brain disorders; 2020.

	33.	 Wang J, Li ZH, Feng B, Zhang T, Zhang H, Li H, et al. Corticotrigeminal 
projections from the insular cortex to the trigeminal caudal subnucleus 
regulate orofacial pain after nerve injury via extracellular signal-regu‑
lated kinase activation in insular cortex neurons. Front Cell Neurosci. 
2015;9:493.

	34.	 Chen T, Wang W, Dong YL, Zhang MM, Wang J, Koga K, et al. Postsynaptic 
insertion of AMPA receptor onto cortical pyramidal neurons in the ante‑
rior cingulate cortex after peripheral nerve injury. Mol Brain. 2014;7:76.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub‑
lished maps and institutional affiliations.


	Antibiotics-induced intestinal dysbacteriosis caused behavioral alternations and neuronal activation in different brain regions in mice
	Abstract 
	Introduction
	Results
	Application of antibiotic induced intestinal dysbacteriosis in mice
	Dysbacteriosis induced mechanical allodynia and visceral pain
	Dysbacteriosis induced anxiety-like behavior
	Dysbacteriosis induced depression-like behavior
	Dysbacteriosis damaged spatial memory performance
	Probiotic treatment modulates the expression of C-Fos protein in the central nervous system

	Discussion
	Materials and methods
	Animals
	Anxiety-like behavior
	Depression-like behavior
	Recognitive memory
	Pain behavior
	Spontaneous pain
	16S rRNA qPCR
	Fos mapping
	Statistical analysis

	Acknowledgements
	References


