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Expression of the pacemaker channel HCN4

in excitatory interneurons in the dorsal
horn of the murine spinal cord
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Abstract

In the central nervous system, hyperpolarization-activated, cyclic nucleotide-gated (HCN1–4) channels have been
implicated in neuronal excitability and synaptic transmission. It has been reported that HCN channels are expressed in the
spinal cord, but knowledge about their physiological roles, as well as their distribution profiles, appear to be limited. We
generated a transgenic mouse in which the expression of HCN4 can be reversibly knocked down using a genetic
tetracycline-dependent switch and conducted genetically validated immunohistochemistry for HCN4. We found that the
somata of HCN4-immunoreactive (IR) cells were largely restricted to the ventral part of the inner lamina II and lamina III.
Many of these cells were either parvalbumin- or protein kinase Cγ (PKCγ)-IR. By using two different mouse strains in which
reporters are expressed only in inhibitory neurons, we determined that the vast majority of HCN4-IR cells were excitatory
neurons. Mechanical and thermal noxious stimulation did not induce c-Fos expression in HCN4-IR cells. PKCγ-neurons in
this area are known to play a pivotal role in the polysynaptic pathway between tactile afferents and nociceptive
projection cells that contributes to tactile allodynia. Therefore, pharmacological and/or genetic manipulations of HCN4-
expressing neurons may provide a novel therapeutic strategy for the pain relief of tactile allodynia.
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Introduction
Hyperpolarization-activated, cyclic nucleotide-gated (HCN)
channels are expressed in both the peripheral nervous sys-
tem (PNS) and central nervous system (CNS), and these
ion channels generate the hyperpolarization-activated, non-
selective cation current (Ih). The HCN channel family com-
prises four subtypes (HCN1–4) that form heteromultimers.
Among those, HCN1 and HCN4 possess the fastest and
slowest activation kinetics upon hyperpolarization, respect-
ively. The voltage-dependence of activation of HCN2 and
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HCN4 is highly sensitive to cyclic adenosine
monophosphate (cAMP), whereas that of HCN1 and
HCN3 is almost insensitive to cAMP [1].
In the PNS, HCN1 and HCN2 are the major isoforms

expressed in the dorsal root ganglion (DRG). HCN4, a
well-known pacemaker channel in the sinoatrial node, is
expressed in a minor population of trigeminal ganglion
and DRG neurons [2]. Most notably, HCN2 channels
expressed in small-diameter DRG neurons reportedly play
a pivotal role in inflammatory nociception [3–5]. In the
CNS, HCN1 and HCN2 are broadly expressed in the cere-
bral cortex, cerebellar cortex, basal ganglia, and hippo-
campus [6, 7]. HCN4 is reportedly expressed in olfactory
and thalamocortical neurons [8–10]. In these loci, HCN
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channels are proposed to regulate the resting membrane
potential, dendritic integration of synaptic potentials, repeti-
tive firing, and oscillatory activities in neural circuits [1, 10].
In the spinal cord, HCN channels are reportedly

expressed in both the ventral and dorsal horns [11–14].
While some afferent information from the PNS is directly
transmitted to projection neurons that have axons travel-
ing to higher CNS regions, most of it is processed by the
network of interneurons in the spinal dorsal horn (SDH)
and then transmitted to projection neurons [15, 16]. It is,
therefore, anticipated that HCN channels may play im-
portant roles in the regulation of synaptic transmission in
local circuits of the SDH. Although it has been reported
that HCN4 is the most frequent HCN subtype in the
SDH, the neurotransmitter phenotype of these neurons
remains unclear. HCN4-immunoreactivities are found in
parvalbumin (PV) and protein kinase Cγ (PKCγ) neurons
[17]. While PKCγ is expressed in a subset of excitatory
neurons, PV is shared by subsets of excitatory and inhibi-
tory neurons. It has been suggested that putative inhibi-
tory PV cells express HCN4 because these cells present
pronounced Ih currents and high-frequency firing [17].
On the other hand, HCN4 is not likely colocalized with
Pax2, a marker of inhibitory neurons, but is localized on
presynaptic terminals of glutamatergic interneurons in the
SDH [14]. In the present study, we carried out immuno-
histochemistry using double transgenic mice in which the
expression level of HCN4 could be reversibly knocked
down by doxycycline administration. With the aid of gen-
etic validation for the locus of HCN4-immunoreactivity,
we found that the majority of HCN4-immunoreactivity
was localized in excitatory interneurons of laminae II–III.

Methods
Ethical approval
All animal experiments in this report were approved by the
Animal Ethics Committee of Kurume University animal
care and experiments (#2020–30). Animal care and experi-
ments conformed to the Guidelines for the Care and Use of
Laboratory Animals published by the US National Institutes
of Health (NIH Publication No. 85–23, revised 1996).

Animals
The generation of the HCN4+/tTA_TRE mice has been de-
scribed previously [8, 18]. HCN4+/tTA_TRE mice were
identified by genomic PCR using the following primers:
forward (5′-CGA ATA AGA AGG CTG GCT CTG
CAC C-3′), reverse (5′-GAG CAG CCT ACA TTG
TAT TGG CAT G-3′). Inhibition of HCN4 expression
by the mutant allele was performed by providing food
pellets containing doxycycline (DOX; 6mg g− 1, Research
Diet, NJ, USA) ad libitum for 2 weeks before the experi-
ments [19]. HCN4+/Luc mice were generated as previ-
ously reported [19]. HCN4+/Luc mice were identified by
genomic PCR using the following primers: forward (5′-
CGA GCT GGA CGG CGA CGT AAA CGG C-3′), re-
verse (5′-CAT CCT TAG GGA GAA TTT GTT GAC
C-3′). The knock-in mice in which cDNA of GFP had
been targeted into the locus of glutamate decarboxylase
67 (GAD67-GFP mouse) were obtained from RIKEN
BRC (#03674) [20]. These GAD67-GFP mice were iden-
tified by genomic PCR using the following primers: for-
ward (5′-CCT TCT GTC TCC GAG ACT TCG GTG-
3′), reverse (5′-TCC TTG AAG AAG ATG GTG CG-
3′). The vesicular gamma-aminobutyric acid (GABA)
transporter (VGAT)-mutant YFP (Venus) bacterial artifi-
cial chromosome (BAC) transgenic mouse (VGAT-
Venus mouse) was obtained from RIKEN BRC (#09645)
[21]. The VGAT-Venus mice were identified by genomic
PCR using the following primers: forward (5′-CGC TCA
CCT TGG CCT GGG ACT TGT T-3′), reverse (5′-
TGA GCT ACC AGT CCG CCC TGA GCA A-3′). The
mice were housed in groups of six per cage in the same
room under 12/12 h light/dark cycle at 25 °C and 60%
humidity. Water and food pellets were provided ad libi-
tum. In this study, 16- to 24-week-old mice of both
sexes were deeply anesthetized with urethane (1.5 g
kg− 1) and then used for the following experiments.
Luminescence imaging
150 μL of XenoLight RediJect D-luciferin (30 mgmL− 1;
PerkinElmer, Waltham, MA, USA) was injected intraper-
itoneally into HCN4Luc/tTA_TRE mice. The mouse was
deeply anesthetized 30min after the injection, and the
lumbar spinal cord was dissected out. Transverse sec-
tions (400 μm thickness) of the spinal cord were ob-
tained using a microslicer (Linear Slicer PRO 1; Dosaka
EM, Kyoto, Japan). Luminescent imaging was performed
using an EM-CCD camera (ImagEM2; Hamamatsu Pho-
tonics, Hamamatsu, Japan).
Quantitative PCR
After deep anesthesia, the mice were perfused transcar-
dially with RNAlater (Ambion, Grand Island, New York,
USA). Thereafter, lumbar spinal cords were dissected
out and stored in the same solution. Horizontal sections
of L3-L4 (600 μm thickness) were obtained using a
microslicer. Total RNA was extracted from the prepar-
ation using Trizol reagent (Thermo Fisher Scientific,
Waltham, MA, USA). Superscript III (Thermo Fisher
Scientific) was used to synthesize single-strand cDNA.
We used predesigned TaqMan Gene Expression assay
probes for mouse HCN4 (Mm01176086_m1; Thermo
Fisher Scientific) to perform the quantitative real-time
polymerase chain reaction (qPCR). Relative levels of
mRNAs were normalized to the level of 18S rRNA
(4319413E; Thermo Fisher Scientific).
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Fixation and immunohistochemistry
After deep anesthesia, the mice were perfused transcardially
with 4% paraformaldehyde solution. The lumbar spinal
cords were dissected out and post-fixed in the same fixative
for 2 h. Then, the spinal cords were cryoprotected over-
night in phosphate-buffered saline containing 30% w/v su-
crose and mounted in OCT Compound (Sakura Finetek,
Tokyo, Japan). Transverse sections (30 μm thickness) were
cut on a cryostat (CM3050S; Leica Microsystems, Wetzlar,
Germany), incubated in 50% ethanol for 30min to enhance
antibody penetration, and then incubated for 72 h in a
cocktail of primary antibodies (see Additional file 1, Supple-
mentary Table S1). Immunolabeling of primary antibodies
was visualized using species-specific secondary antibodies
conjugated to DyLight 405, Alexa 488, Alexa 594, and
Alexa 647 (Additional file 1, Supplementary Table S2). Rep-
resentative sections of the spinal cord from at least three
animals for each examination were scanned with a confocal
microscope (FV1000; Olympus, Tokyo, Japan; laser wave-
lengths = 405 nm, 473 nm, 559 nm, and 635 nm). The
scanned images were processed using FV10-ASW software
(Olympus). In the present study, we defined an HCN4-
immunoreactive (IR) cell as a cell that showed circumferen-
tial membrane immunostaining. NeuN immunostaining
was used to mark the nucleus of a neuron. We also defined
the dense plexus of PKCγ-IR cells as the ventral part of the
inner lamina II (IIiv). The lamina III was defined as the gray
matter that has 80 μm thickness under lamina II, according
to the Allen Brain Atlas [22].

Quantitative analysis of spinal dorsal horn cells
To examine the proportion of neurons in laminae I–III, we
scanned the dorsal horn sections sequentially with a 20× lens
and produced z-series of 8 optical sections in 2-μm steps. It
was necessary to scan 1–2 z-series from each section to cover
the whole area of laminae I–III. We first determined the gray
matter outlines and then the boundaries between the dorsal
part of the inner lamina II (IIid), IIiv, and lamina III, referring
to the immunoreactivity of the PKCγ plexus. The ventral
border of lamina III was drawn according to the definition of
lamina III as mentioned above. We initially marked the cell
nuclei with NeuN whose sizes were largest in the 3rd to 6th
sections of each z-series consisting of 8 sections. We then ex-
amined the HCN4-immunoreactivity of the marked cells.
Coexpression of GAD67-GFP or VGAT-Venus fluores-
cence was assessed in the same way. We did not
perform NeuN immunohistochemistry when we exam-
ined the colocalization of PKCγ-, PV-, or c-Fos-immu-
noreactivities with HCN4-immunoreactivity.

Noxious stimulation
Six HCN4Luc/tTA_TRE mice were used in these experi-
ments. After the mice were deeply anesthetized, we ap-
plied one of the following two types of noxious stimuli:
(1) pinching of skin folds at 10 points by the same ex-
perimenter in the same way (5 each on dorsal and ven-
tral surfaces of the left hind paw, n = 3 mice). Each point
of the skin was pinched using Adson forceps with 1 × 2
teeth (1.5 mm tips, World Precision Instruments
#500092) for 3 s with equal force until the teeth of for-
ceps completely bite into the skin: (2) immersion of the
left hind paw in water at 52 °C for 15 s (n = 3 mice). Two
hours after the noxious stimulation, the mice were trans-
cardially perfused with 4% paraformaldehyde under
urethane anesthesia (1.5 g kg− 1). Thereafter, the lumbar
spinal cords of these mice were dissected out and used
for immunohistochemistry and quantitative analysis, as
described above.

von Frey assay
We carried out von Frey assay using wild type mice (n =
3) and HCN4Luc/tTA_TRE mice which were fed with
DOX-containing food pellet for 4 weeks (n = 3). These
mice were placed on an elevated grid of wire and the
plantar surface of hind paw was stimulated with cali-
brated von Frey monofilaments (0.04–2 g, Muromachi,
Tokyo, Japan). Fifty percent paw withdrawal threshold
was determined by Dixon’s up-down method [23]. In
each mouse, the threshold value was averaged from
those measured in bilateral hind paws.

Data analysis
For multiple comparisons in Fig. 1c, the one-way
ANOVA followed by Tukey’s test was used. Differences
were considered statistically significant with P < 0.05.
The statistical analysis was performed using Kaleida-
Graph (Synergy Software).

Results
Visualization of HCN4-expressing loci and genetic
validation of HCN4-antibody specificity in the spinal cord
We have previously demonstrated that HCN4-
expressing loci in the heart can be visualized with chem-
ical luminescence using the HCN4+/Luc mouse [19]. In
this knock-in mouse, we inserted the cDNA encoding
the fusion protein of firefly luciferase and GFP at the
translation initiation site of HCN4. As shown in Fig. 1b,
robust luciferase luminescence was restricted to the dor-
sal horn of the lumbar spinal cord. No significant lumi-
nescent signals were detected in the ventral horn. At the
single-cell level, however, it was difficult to identify the
precise locus of the luminescence signal due to light
scattering. The fluorescent signal derived from GFP
fused with the C-terminus of the luciferase was weak
and indistinguishable from the background fluorescence.
To overcome this problem, we aimed to conduct the

immunohistochemical study with genetic validation. Pre-
viously, we developed the HCN4+/tTA_TRE mouse [8]. In



Fig. 1 Luminescence imaging and genetic validation of HCN4-immunoreactivity in HCN4 conditional knockdown mice. a Schematic diagram
representing the genetic constructs of transgenic mice used in this study. From top to bottom: HCN4+/+ (wild-type mouse), HCN4+/tTA_TRE

(tetracycline-dependent heterozygous HCN knock-in mouse), HCN4Luc/tTA_TRE DOX(−) (firefly luciferase cDNA and tetracycline-dependent genetic
switch double knock-in mouse without doxycycline [DOX] treatment), and HCN4Luc/tTA_TRE DOX(+) (the same double knock-in mouse with DOX
treatment). tTA: tetracycline transactivator; TRE-CMV: tetracycline-responsive element fused with a cytomegalovirus minimal promoter. b Ex-vivo
luminescence imaging of a transverse lumbar spinal cord section from an HCN4Luc/tTA_TRE mouse. The luminescence intensity is shown as a
pseudocolor spectrum. Scale bar, 1 mm. c qPCR analysis of HCN4 mRNA from the transgenic mice shown in a. DOX was administered for 2
weeks. The expression levels of HCN4 relative to 18S rRNA were normalized to that in wild-type mice. * P < 0.03, ** P < 0.01. d-i Transverse spinal
sections transgenic mice. d, g HCN4+/tTA_TRE mouse. e, h HCN4Luc/tTA_TRE DOX(−) mouse. f, i HCN4Luc/tTA_TRE DOX(+) mouse. Upper and lower
panels are images at low and high magnifications, respectively. In g and h, arrowheads indicate cells showing circumferential immunostaining.
Note that both circumferential and punctate immunostainings are not visible in i. Scale bars, 200 μm (d-f) and 50 μm (g- i)
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the mutant allele of this HCN4+/tTA_TRE mouse, the
HCN4 promoter drives the tetracycline transactivator
(tTA) expression, which then binds to the tetracycline re-
sponsive element followed by a cytomegalovirus minimal
promoter, and overexpresses the HCN4 protein in physio-
logical expression loci (Fig. 1a). We then crossed
HCN4+/Luc and HCN4+/tTA_TRE mice to generate
HCN4Luc/tTA_TRE mice. In this double knock-in mouse,
the expression of HCN4 could be completely suppressed
by DOX administration, as demonstrated by the qPCR ex-
periments in Fig. 1c. The HCN4 expression level in
HCN4+/tTA_TRE mice was 1.4 times higher than that of
wild-type mice, but this was not statistically different (P =
0.17, one-way ANOVA, n = 3 mice).
After confirming that the conditional knockdown of

HCN4 expression had been successful, we carried out im-
munohistochemical studies in HCN4+/tTA_TRE mice
(Fig. 1d, g) and HCN4Luc/tTA_TRE mice without (Fig. 1e, h),
and with (Fig. 1f, i) DOX administration. It was evident
from these experiments, that the HCN4-immunoreactivity
showed a laminar distribution in the SDH. This finding
agreed well with the distribution of chemical lumines-
cence shown in Fig. 1b. It should be also noted that the in-
tensities of HCN4-immunoreactivity in the three types of
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transgenic mice were in parallel with those of mRNA
levels shown in Fig. 1c. Most notably, no apparent HCN4-
immunoreactivity was detected in HCN4Luc/tTA_TRE mice
with DOX administration (Fig. 1f, i), proving that the anti-
body used provides specific immunoreactivity against
HCN4. At higher magnification, HCN4-immunoreactivity
localized at the cell membrane of the soma showing cir-
cumferential fluorescent signals. HCN4-immunoreactivity
also showed a punctate staining pattern indicating that
HCN4 was expressed on neurites or axon terminals.
These findings were in line with those in previous reports
[13, 14, 17].

Laminar distribution of HCN4-IR cells
Next, we compared the laminar distribution of HCN4-IR
cells with that of the plexus of PKCγ-IR cells, which is
widely used in mice as the marker of lamina IIiv (Fig. 2)
[24]. In this experiment, we defined an HCN4-IR cell as
a cell with circumferential membrane immunostaining
and determined the proportion of HCN4-IR to NeuN-IR
cells (3076 cells in total) located in laminae I–III. The
majority of HCN4-IR cells were found in laminae III
Fig. 2 Laminar distribution of HCN4-IR cells. a Immunohistochemistry of th
(red). Center panel, PKCγ immunoreactivity (green). Right panel, high-magni
HCN4 (red), PKCγ (green), and NeuN (cyan) IR signals. HCN4-IR cells are ind
plexus (upper line, border between lamina IIid and lamina IIiv; lower line, bo
the SDH in an HCN4Luc/tTA_TRE DOX(+) mouse. Left panel, no HCN4-IR cells c
essentially the same as in a. Right panel, colors and lines correspond to tho
(left and center panels), 40 μm (right panel). c Percentages of HCN4-IR cells p
each lamina I–III. The ratio was calculated as the number of HCN4-IR cells i
(68.0%) and IIiv (26.3%), whereas there were only a few
HCN4-IR cells in laminae I–IIid (5.7%; Fig. 2d). These
HCN4-IR cells were not detectable in DOX-treated
HCN4Luc/tTA_TRE mice without any changes in the distribu-
tion of PKCγ-IR cells (Fig. 2b). All HCN4-IR cells were
NeuN-immunoreactivity-positive, implying that HCN4 was
exclusively expressed in neurons (Figs. 2, 4, Supplementary
Fig. S1). Quantitative analysis revealed that HCN4-IR cells
accounted for 1.7% (range 0–4.3%, n = 3 mice), 15.3%
(14.3–17.0%), and 19.7% (17.0–22.8%) of all neurons in
laminae I–IIid, IIiv, and III, respectively (Fig. 2c).

Colocalization of HCN4-immunoreactivity with PV- or
PKCγ-immunoreactivity
In the murine SDH, 90–95% of the neurons in lamina I
are interneurons. The great majority of neurons in lam-
inae II and III are also interneurons [24, 25]. These in-
terneurons show neurochemical diversity and are known
to be allocated to subpopulations which can be defined
by expression of specific markers [24, 26, 27]. Among
these markers, we first examined the PV- and PKCγ-
immunoreactivity in HCN4-IR cells. In lamina IIiv, only
e SDH in an HCN4+/tTA_TRE mouse. Left panel, HCN4 immunoreactivity
fication image expanding the white box of the center panel. Overlay of
icated by arrowheads. Dashed lines indicate the borders of the PKCγ
rder between lamina IIiv and lamina III). b Immunohistochemistry of
an be identified. Center panel, the pattern of PKCγ-immunoreactivity is
se in a. Note that there are no HCN4-IR cells. a, b Scale bars, 200 μm
er NeuN-IR cells in each lamina. d Proportion of HCN4-IR cells per
n a layer divided by the total number of HCN4-IR cells in laminae I–III
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6.0% of HCN4-IR cells were PV-IR (Fig. 3b, c). By con-
trast, 59.9% of HCN4-IR cells in lamina III were PV-IR
(Fig. 3b, d). We found most of these PV-IR signals in
HCN4-IR cells were very weak, as shown in Fig. 3b.
PKCγ-IR cells accounted for 74.6% of HCN4-IR cells

in lamina IIiv (Fig. 3a, d) and 27.2% in lamina III (Fig. 3d).
Among HCN4-IR cells, 19.4% (lamina IIiv) and 16.9%
(lamina III) were neither PV-IR nor PKCγ-IR. These re-
sults seemed to support the findings that 78–84% of PV-
IR cells and 53.9% of PKCγ-IR cells in laminae II–III are
reportedly HCN4-IR [13, 17].

Virtually all HCN4-IR cells in laminae IIiv–III are excitatory
interneurons
Reportedly, only ~ 70% of PV-IR cells in the murine
SDH express VGAT mRNA. The rest of PV-IR cells (~
30%) express mRNA of the vesicular glutamate
Fig. 3 Colocalization of HCN4-immunoreactivity with PKCγ- or PV-immuno
immunohistochemistry for HCN4 (red). Center panel, PKCγ immunohistoche
immunoreactivities. Arrowheads indicate cells IR for both HCN4 and PKCγ.
immunohistochemistry (red). Center panel, immunohistochemistry for PV (c
Arrowheads indicate cells IR for both HCN4 and PV. Note that the PV-IR int
lines indicate the borders of the PKCγ plexus. c, d Proportions of HCN4-IR c
and/or PV-immunoreactivities
transporter 2 (VGLUT2) [28]. PKCγ cells in this area
constitute a subset of excitatory interneurons [24]. Thus,
we asked next whether HCN4-IR cells are excitatory or
inhibitory neurons because HCN4 channels were sug-
gested to be expressed in ‘putative’ inhibitory interneu-
rons expressing PV, in addition to excitatory PKCγ cells.
In the SDH, inhibitory interneurons are GABAergic

and/or glycinergic; GABAergic neurons tend to be con-
centrated in superficial areas whereas glycinergic neu-
rons occupy deeper laminae [24]. Because the VGAT is
involved in transporting both GABA and glycine into
presynaptic vesicles, we crossed HCN4+/tTA_TRE mice
with VGAT-Venus mice and aimed to determine the
population of inhibitory HCN4-IR neurons using the
double transgenic HCN4+/tTA_TRE::VGAT-Venus mice
[21] (Fig. 4). Quantitative analyses of these mice revealed
that Venus-expressing neurons accounted for 22.2% of
reactivity. a Colocalization of HCN4 and PKCγ. Left panel,
mistry (white). Right panel, overlay of HCN4- and PKCγ-
b Colocalization of HCN4 and PV. Left panel, HCN4
yan). Right panel, overlay of HCN4- and PV-immunoreactivities.
ensity in HCN4-IR cells is relatively weak. a, b Scale bars, 40 μm. Dashed
ells in lamina IIiv (c) and III (d) that colocalize with PKCγ-
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HCN4-IR cells in laminae I–IIid (range 0–33.3%, n = 3
mice), 5.2% in lamina IIiv (0–11.8%), and 2.9% (0–4.8%)
in lamina III. These findings confirmed that the majority
of HCN4-IR cells were not inhibitory interneurons, but
excitatory interneurons. Furthermore, most of the cells
that were IR for both PV and HCN4 were not Venus-
positive, suggesting that HCN4 was expressed by excita-
tory PV-IR cells.
In addition, we also carried out immunohistochemical

studies in the double transgenic HCN4+/tTA_TRE::
GAD67-GFP mouse in which GABAergic inhibitory
neurons are visualized by GFP (Supplementary Fig. S1).
Quantitative analyses revealed that GFP-expressing cells
accounted for 3.3% (range 0–10.0%, n = 3 animals) of
HCN4-IR cells in laminae I–IIid, 4.0% (0–8.7%) in lamina
IIiv, and 4.1% (1.6–9.1%) in lamina III. We therefore con-
cluded that the vast majority of HCN4-IR cells in lam-
inae I–III were not inhibitory interneurons.
HCN4-immunoreactivity of VGLUT2-IR presynaptic
terminals
In the present study, we observed punctate HCN4-IR
signals in addition to circumferential membrane immu-
nostaining. These findings strongly indicated that HCN4
was expressed both on neurites and the soma. Glutamate
is transported into the synaptic vesicle by VGLUT2 in
presynaptic terminals of spinal excitatory interneurons
and some myelinated, but not most unmyelinated, pri-
mary afferent fibers [29]. Therefore, to examine whether
HCN4 is expressed in presynaptic terminals of excitatory
interneurons, we next examined the colocalization of
HCN4-IR signals and VGLUT2-IR signals [14]. In good
agreement with a previous report [29], the VGLUT2-IR
signals showed punctate patterns corresponding to
axonal varicosities and were widely distributed in the
SDH (Fig. 5a). The punctate HCN4-IR signals were also
detected in laminae I–III, although their density was
lower in lamina IIo (Fig. 5b). At higher magnification, we
found that some VGLUT2-IR terminals overlapped with
punctate HCN4-IR signals (Fig. 5c-f). In this area, the
VGLUT2-immunoreactivity represents terminals from
primary afferents or excitatory interneurons. Among
these terminals, the VGLUT2-immunoreactivity in those
from unmyelinated afferents is weak while in those from
interneurons are solid, and those from myelinated affer-
ents forming synaptic glomeruli are larger than those
from interneurons. Because some VGLUT2-IR terminals
with HCN4-immunoreactivity were relatively small, our
finding suggested that HCN4 was expressed in presynap-
tic terminals of a subset of excitatory interneurons [14,
24]. The punctate HCN4-IR signals that did not overlap
with VGLUT2-immunoreactivity might be located on
dendrites of excitatory interneurons.
Most HCN4-IR neurons in the SDH did not respond to
acute nociceptive stimulation
Next, we examined whether HCN4-IR cells can respond
to acute nociceptive stimulation. The induction of Fos
expression has been commonly used to identify activa-
tion of SDH neurons by noxious stimulation [30]. For
this purpose, we applied mechanical (pinching the hind
paw; Fig. 6a-c) or thermal (immersion of the hind paw
into hot water; Fig. 6d-f) noxious stimuli.
After the pinch stimulation, we identified on average 14.5

c-Fos-IR cells per hemisection (6 hemisections in 3 ani-
mals) in laminae I–IIid, 4.0 in lamina IIiv, and 4.8 in lamina
III. Neurons that showed both HCN4- and c-Fos-
immunoreactivity accounted for 18.2% (range 0–50%) of
HCN4-IR cells in laminae I–IIid. In laminae IIiv and III, c-
Fos expression was not induced in HCN4-IR cells (Fig. 6c).
Following thermal noxious stimulation, we identified an

average of 26.7 c-Fos-IR cells per hemisection (6 hemisections
in 3 animals) in laminae I–IIid, 4.0 in lamina IIiv, and 5.5 in
lamina III. The neurons that showed both HCN4- and c-Fos-
immunoreactivity accounted for 12.5% (range 0–25%) of
HCN4-IR cells in laminae I–IIid. The neurons that showed
both HCN4- and c-Fos-immunoreactivity accounted for 3.8%
(range 0–8.3%) of HCN4-IR cells in lamina IIiv. No HCN4-IR
cell in lamina III expressed c-Fos (Fig. 6f). These results sug-
gested that the majority of HCN4-IR cells in the SDH were
not directly involved in acute nociception.
As shown in Fig. 1c, the expression of HCN4 was com-

pletely suppressed in HCN4Luc/tTA_TRE mice with DOX ad-
ministration (HCN4-knockdown mice). Two weeks after
starting DOX administration, we could not observe obvious
alteration in general behavior of HCN4-knockdown mice.
This finding was in good agreement with the previous re-
port on brain-specific HCN4 conditional knockout mice
[31]. We then examined the nocifensive behavior in
HCN4-knockdown mice using von Frey assay. We could
not find significant difference in the withdrawal threshold
between WT and HCN4-knock down mice, as shown in
supplementary Fig. S2. This finding seems to support the
finding that c-Fos expression was not induced in the
HCN4-positive cells by nociceptive stimulation.

Discussion
In this study, we described for the first time the distribution
of HCN4-immunoreactivity in the mouse spinal cord by
immunohistochemistry using a knockdown-verified specific
antibody. We found that HCN4-immunoreactivity was con-
centrated in the SDH, especially near the border of laminae
II and III. We also examined the colocalization of HCN4-
immunoreactivity with commonly used neurochemical
markers and revealed that most HCN4-IR cells expressed
either PKCγ or PV. Using transgenic mice in which fluores-
cent reporter proteins are selectively expressed only in in-
hibitory neurons, we demonstrated for the first time that



Fig. 4 The majority of HCN4-IR cells do not express VGAT. a Schematic diagram of the recombinant allele in the VGAT-Venus BAC transgenic mouse.
b Colocalization of HCN4-immunoreactivity and VGAT-Venus. b-1 Immunoreactivity for HCN4 (red) and NeuN (cyan). b-2 VGAT-Venus (green) and
NeuN (cyan). b-3 Overlay of HCN4-immunoreactivity (red) and VGAT-Venus (green). b-4 PKCγ (gray). HCN4-IR cells indicated by arrowheads do not
colocalize with Venus. c Colocalization of HCN4 (red), VGAT (green), and PV (cyan). c-1 Immunoreactivity for HCN4 (red). c-2 VGAT-Venus (green). c-3
Immunoreactivity for PV (cyan). c-4 Overlay of HCN4-immunoreactivity (red), VGAT-Venus (green), and PV-immunoreactivity (cyan). Arrowheads
indicate HCN4- and PV-IR cells. Note that these cells do not colocalize with VGAT-Venus. It should be also noted that the intensity of PV-
immunoreactivity in PV-IR and Venus-positive cells are higher than that in HCN4- and PV-IR cells. b, c Scale bars, 40 μm. The image was obtained in the
same preparation shown in Fig. 3a, b. d Proportions of NeuN-IR cells that coexpress VGAT-Venus in each lamina. e Proportions of NeuN-IR cells that
coexpress HCN4-immunoreactivity in each lamina. f Proportions of HCN4-IR cells that coexpress Venus in each lamina. g Venn diagrams showing the
relationships among populations of HCN4-IR cells (red circle), VGAT-Venus-expressing cells (green circle), and NeuN-IR cells (gray rectangle) in each
lamina. The number shown in each category indicates the average number of cells identified in an 8-μm thick slice
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the vast majority of HCN4-IR cells were limited to excita-
tory interneurons in this area.
In our previous report, we verified the specificity of the

same antibody against HCN4 by western blotting of protein
samples obtained from the same set of HCN4-transgenic
mice used in this study. It is not known, however, whether
an antibody whose specificity has been verified by western
blotting can provide specific immunohistochemical staining
of brain/spinal cord slice preparations in general. To verify
whether immunoreactivities with the same antibody were
specific against HCN4 in immunohistochemistry, we
knocked down the expression of HCN4 in HCN4Luc/tTA_TRE

mice by DOX administration. Consistent with our previous
western blotting experiments, HCN4-immunoreactivity was
completely absent following DOX treatment. This result al-
lows us to consider that HCN4-immunoreactivity faithfully
reflects the locations of HCN4 proteins in the spinal cord.
In other studies, HCN4-immunoreactivities were reportedly



Fig. 5 Colocalization of VGLUT2-immunoreactivity and HCN4-immunoreactivity. a, d Immunohistochemistry for VGLUT2 (green). b, e
Immunohistochemistry for HCN4 (red). c, f Overlay of VGLUT2- and HCN4-immunoreactivities. Upper and lower panels are images at low and
high magnifications, respectively. The areas indicated by the white boxes are expanded in lower panels. Arrowheads indicate VGLUT2-IR terminals
that also show HCN4-immunostaining. Double arrowheads and arrows indicate VGLUT2-IR terminals with and without HCN4-immunostaining,
respectively. Scale bars, 20 μm (upper panels) and 5 μm (lower panels)
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found throughout the spinal cord including the ventral horn
[17]. However, the antibodies used in those studies were not
verified with HCN4-knockout or -knockdown mice, and a
tyramide signal amplification method was necessary to
visualize HCN4-immunoreactivity in neurites and somata
[13, 17]. As demonstrated in the present study, we did not
observe HCN4-IR somata in the ventral horn even in tissues
obtained from HCN4+/tTA_TRE mice, in which HCN4 was
overexpressed at its physiological expression loci. This result
also agreed with the finding that in HCN4Luc/tTA_TRE mice,
the luminescence signals were restricted to the SDH. Based
on these findings, we concluded that the location of HCN4-
IR neurons was restricted to the SDH.
Expression of HCN4 in excitatory PV-neurons
In this study, we confirmed that 60% of the HCN4-IR
neurons were PV-IR in lamina III (Fig. 3). In accordance
with our findings, Hughes et al. (2012) also reported that
77.9% of PV-IR cells in laminae IIi–III showed HCN4-
immunoreactivity, whereas 64.8% of them were HCN1-
IR [13].
In the SDH, the population of PV-positive neurons re-

portedly consists of both inhibitory (70%) and excitatory
(30%) interneurons [28, 32]. It has been reported that
PV-expressing inhibitory interneurons in laminae IIi–III
are the source of axo-axonic inputs onto presynaptic ter-
minals of low-threshold mechanoreceptor (LTMR) affer-
ents and exert presynaptic inhibition. PV-terminals
having contacts with LTMR afferents were clearly shown
to be VGAT-positive, and the dysfunction of inhibitory
PV-neurons was implicated in the development of tactile
allodynia [13, 33, 34]. In lamina II, inhibitory neurons
reportedly tend to have tonic firing patterns. These in-
hibitory neurons sustain high-frequency firing, which is
often associated with the presence of the Ih current.
Seemingly, this rule does not apply to the neurons in

LTMR recipient zone (LTMR-RZ). In the LTMR-RZ,
many types of neurons show tonic firing patterns. Most
notably, both excitatory and inhibitory PV-neurons in



Fig. 6 Nociceptive stimulation does not induce c-Fos in HCN4-IR cells. a Induction of c-Fos expression in the SDH by pinching.
Immunoreactivities for HCN4 (red), PKCγ (green), and c-Fos (cyan). Scale bar, 200 μm. The area indicated by the white box is expanded in b. b
Colocalization of HCN4- and c-Fos-immunoreactivities. b-1 Immunoreactivity for HCN4. b-2 Immunoreactivity for c-Fos. Note that c-Fos-
immunoreactivity is mainly induced in lamina I. b-3 Overlay of HCN4- and c-Fos-immunoreactivity. Scale bar, 40 μm. Dashed lines indicate the
borders of the PKCγ plexus. c Venn diagrams showing the relationship between the populations of HCN4-IR cells (red circle) and c-Fos-IR cells
(cyan circle) in each lamina. The number shown in each category indicates the average number of cells identified in an 8-μm thick slice. d-f
Induction of c-Fos expression in the SDH by thermal nociceptive stimulation. Symbols and scale bars correspond to those in a-c
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the LTMR-RZ exhibit tonic firing and the voltage sag (a
slowly developing depolarization during hyperpolarizing
current injection), which is generated by the activation
of Ih upon hyperpolarization [28]. Although Tae et al.
(2017) recorded Ih in putative inhibitory neurons that
expressed GFP driven by the PV promoter, they also
demonstrated that Pax2 (a marker of inhibitory neurons)
did not colocalize with HCN4 [35]. Furthermore, we
found that almost all HCN4-IR neurons lacked fluores-
cent proteins in VGAT-Venus or GAD67-GFP mice
(Fig. 4, Supplementary Fig. S1). Therefore, our data pro-
vided for the first time strong evidence that HCN4- and
PV-IR neurons were excitatory interneurons.

Expression of HCN4 in excitatory PKCγ-neurons
Another population of neurons in which we observed
HCN4-immunoreactivity in laminae IIiv and III was that of
PKCγ-IR neurons (Fig. 3). In accordance with our observa-
tion, previous studies reported that HCN4-immunolabeling
was found in 53.9% of PKCγ-IR cells in the SDH [17].
Moreover, Ih was recorded in 70.8% of PKCγ-positive inter-
neurons [36]. However, in another study, PKCγ-positive
neurons only showed a very limited voltage sag upon hy-
perpolarization, whereas cholecystokinin (CCK)-positive
neurons displayed a small but detectable voltage sag, sug-
gesting the presence of a sizable Ih current [28]. It appears a
matter of debate whether CCK-expressing neurons are a
subpopulation of PKCγ neurons or an independent popula-
tion that does not express PKCγ [37, 38]. In the former
case, HCN4-expressing PKCγ-IR cells might be a CCK-
expressing subpopulation of PKCγ cells. In the latter case,
CCK-positive neurons might correspond to HCN4-IR cells
that were neither PKCγ-IR nor PV-IR (Fig. 3).
Peripheral information is conveyed by primary afferent

fibers. In the SDH, they are not only relayed to projec-
tion neurons but also processed by local circuits. Re-
cently, genetic ablation studies of spinal interneurons
have revealed the importance of such local circuits for
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the transmission of noxious, pruritic, and tactile sensa-
tions [39]. It is established that PKCγ is expressed by exci-
tatory interneurons [15, 16]. In the local circuit of lamina
II, noxious unmyelinated fibers form synaptic connections
with transient central (TC) neurons. TC neurons form
monosynaptic excitatory connections to vertical neurons
in lamina IIo, which successively have monosynaptic exci-
tatory connections with nociceptive projection neurons in
lamina I [40]. Besides, innocuous myelinated afferent fi-
bers reportedly connect to PKCγ-IR interneurons in lam-
inae IIiv–III [41]. Although PKCγ-IR interneurons also
form monosynaptic excitatory connections with nocicep-
tive TC neurons, Aβ-fiber inputs simultaneously activate
glycinergic inhibitory interneurons, which suppress PKCγ-
IR interneurons. This feed-forward inhibitory mechanism
was suggested to prevent the tactile Aβ-input from acti-
vating the nociceptive pathway.
It has been suggested that peripheral nerve injury sup-

presses this feed-forward mechanism and induces mech-
anical allodynia [42]. In the PKCγ-knockout mouse,
tactile allodynia is attenuated without changing the re-
sponse to acute pain [43]. Pharmacological inhibition of
PKCγ also exerts similar effects [44]. These findings sug-
gest that the remodeling of local circuits involving
PKCγ-expressing neurons in the dorsal horn may be in-
duced by peripheral nerve injury. As discussed above,
HCN4-expressing PKCγ cells might be a CCK-
expressing subpopulation of PKCγ cells. Interestingly,
ablation studies of these cells demonstrate their con-
tribution to texture discrimination in naïve animals
[28], as well as their involvement in mechanical allo-
dynia, which is determined by corticospinal projec-
tions [45]. Based on these studies, Gutierrez-Mecinas
et al. (2019) suggested that CCK+/PKCγ+ neurons
may be particularly important for the development of
mechanical allodynia [37].

Possible physiological roles of HCN4 channels in
excitatory SDH interneurons
As shown in the present study, HCN4-expressing cells in
the SDH did not respond to the noxious stimulation. This
result seems to agree with the distribution of HCN4-
expressing cells revealed in this study. The HCN4-
expressing neurons largely overlapped with the PKCγ-
expressing neurons in lamina IIiv ~ III. The PKCγ-
expressing neurons reportedly receive the synaptic inputs
from myelinated Aβ- and Aδ fibers, which convey tactile
information, but not acute nociceptive information [41,
46]. However, in the mechanical allodynia, peripheral
nerve injury has been suggested to induce the crosstalk from
innocuous tactile circuitry to pain transmission circuitry.
Most notably, the PKCγ-expressing neurons are reportedly
one of components constructing the circuit to relay tactile
inputs from the low-threshold mechanoreceptors to
projection neurons processing noxious information [33, 41].
It has been also reported that the transgenic mice lacking
PKCγ failed to develop mechanical allodynia induced by sci-
atic nerve injury [43]. These finding suggest that HCN4
channels expressed in PKCγ-positive cells may be involved
in mechanical allodynia.
In PKCγ-expressing neurons of the rat SDH, the phos-

phorylation of cAMP response element-binding protein
was reportedly increased after partial sciatic nerve ligation,
suggesting that the ligation increased cAMP levels in
PKCγ-expressing neurons [47]. Because intracellular cAMP
reportedly activates HCN2 and HCN4 channels by shifting
the voltage dependence of the activation curve [1], HCN4
channels expressed in PKCγ-IR interneurons may be acti-
vated by partial sciatic nerve ligation via an increase in
cAMP. Peng et al. (2017) reported that HCN4-
immunoreactivity was observed on presynaptic terminals
connecting to putative excitatory interneurons and that
pharmacological inhibition of HCN channels by ZD7288
decreased the frequency of miniature excitatory postsynap-
tic potentials [14]. These findings suggest that the constitu-
tive activation of HCN4 channels may contribute to the
resting membrane potential of presynaptic terminals.
Therefore, it is speculated that presynaptic HCN4 channels
may facilitate excitatory synaptic transmission if cAMP
levels in presynaptic terminals are elevated under patho-
logical conditions. Furthermore, it has been reported that
expression levels of HCN channels in visceral organs are
dynamically changed under pathological conditions. For ex-
ample, HCN2 and HCN4 channels are upregulated in heart
failure, giving rise to potentially lethal arrhythmias [48, 49].
Because the first intron of the Hcn4 gene contains an
enhancer element that is regulated by AP1 and MEF2
[50, 51], the expression of HCN4 in the SDH might be
upregulated after nerve injury. We have also reported
that HCN4 channels in the sinoatrial node attenuate
the hyperpolarization induced by parasympathetic
stimulation [19]. For the same rationale, HCN channels
may antagonize the hyperpolarization of PKCγ-IR inter-
neurons induced by the activity of inhibitory interneu-
rons. HCN channels expressed in the spinal cord, as
well as in the PNS, may be potential therapeutic targets
of allodynia [35, 52, 53].
In the present study, global knockdown of HCN4 did

not induced significant change in nocifensive behavior.
However, it appears difficult to interpret the effects of
global HCN4-knockdown, because HCN4 is widely
expressed in many locus of the brain, and the pharmaco-
logical inhibition of Ih in the anterior cingulate cortex
reportedly reduces mechanical allodynia [54]. In the fu-
ture study, specific inhibition of Ih in the HCN4-
expressing excitatory SDH interneurons may provide a
clue to clarify the pathophysiological roles of these cells
in mechanical allodynia.



Nakagawa et al. Molecular Brain          (2020) 13:127 Page 12 of 13
Supplementary information
Supplementary information accompanies this paper at https://doi.org/10.
1186/s13041-020-00666-6.

Additional file 1: Table S1. Primary antibodies. Table S2. Secondary
antibodies.

Additional file 2: Figure S1. The majority of HCN4-IR cells do not ex-
press GAD67.

Additional file 3: Figure S2. Fifty-percent paw-withdrawal threshold
did not differ between wild type mice and HCN4-knockdown mice.

Abbreviations
BAC: Bacterial artificial chromosome; cAMP: Cyclic adenosine
monophosphate; CCK: Cholecystokinin; CNS: Central nervous system;
DOX: Doxycycline; DRG: Dorsal root ganglion; GABA: Gamma-aminobutyric
acid; GAD67: Glutamate decarboxylase 67; HCN: Hyperpolarization-activated,
cyclic nucleotide-gated; Ih: Hyperpolarization-activated, non-selective cation
current; IIid: Dorsal part of the inner lamina II; IIiv: Ventral part of the inner
lamina II; IR: Immunoreactive; LTMR-RZ: Low-threshold mechanoreceptor-
recipient zone; PKCγ: Protein kinase Cγ; PNS: Peripheral nervous system;
PV: Parvalbumin; qPCR: Quantitative real-time polymerase chain reaction;
SDH: Spinal dorsal horn; TC: Transient central; tTA: Tetracycline transactivator;
VGAT: Vesicular GABA transporter; VGLUT2: Vesicular glutamate transporter 2

Acknowledgements
The authors thank Dr. Toshimasa Matsuoka and late Dr. Shoji Matsuoka for
their donation to Kurume University Medical Research and Development
Grant.
The secretarial supports from Ms. Akemi Sakamoto and Ms. Hideko Yoshitake
are highly appreciated.

Authors’ contributions
M.Takano and T.Yasaka designed the research. N.Nakashima, K.Oshita and
M.Takano generated the transgenic mice. T.Nakagawa, T.Yasaka and
N.Nakashima performed immunohistochemistry. T.Nakagawa, T.Yasaka and
M.Takeya analyzed imaging data. K.Yamaura discussed the results with
T.Nakagawa and M.Takano. M.Tsuda discussed the results with T.Nakagawa,
T.Yasaka and M.Takano. T.Nakagawa, T.Yasaka and M.Takano wrote the
manuscript. The author(s) read and approved the final manuscript.

Funding
This study was supported by Grant-In-Aids for Scientific Research (KAKENHI;
#26670292) from Japan Society for the Promotion of Science (JSPS) and Kur-
ume University Medical Research and Development Grant to M.Takano.
TY was also supported by KAKENHI (#26670289) from JSPS.

Availability of data and materials
All original data are available upon reasonable request. The transgenic mice
used in this study are available at RIKEN BRC.

Ethics approval and consent to participate
All experiments were approved by the Animal Ethics Committee of Kurume
University animal care and experiments (#2020–30). Animal care and
experiments conformed to the Guidelines for the Care and Use of
Laboratory Animals published by the US National Institutes of Health (NIH
Publication No. 85–23, revised 1996).

Consent for publication
Not applicable.

Competing interests
The authors declare that they have no competing interests.

Author details
1Department of Physiology, Kurume University School of Medicine, 67
Asahi-Machi, Kurume 830-0011, Japan. 2Department of Anesthesiology,
Graduate School of Medicine, Kyushu University, Fukuoka 812-8582, Japan.
3Department of Health and Nutrition, Niigata University of Hearth and
Welfare, Niigata 950-3198, Japan. 4Department of Anesthesiology, Kurume
University School of Medicine, Kurume 830-0011, Japan. 5Department of Life
Innovation, Graduate School of Pharmaceutical Sciences, Kyushu University,
Fukuoka 812-8582, Japan.

Received: 30 May 2020 Accepted: 7 September 2020

References
1. Biel M, Wahl-Schott C, Michalakis S, Zong X. Hyperpolarization-activated

cation channels: from genes to function. Physiol Rev. 2009;89:847–85.
2. Cho H-J, Staikopoulos V, Ivanusic JJ, Jennings EA. Hyperpolarization-

activated cyclic-nucleotide gated 4 (HCN4) protein is expressed in a subset
of rat dorsal root and trigeminal ganglion neurons. Cell Tissue Res. 2009;
338:171–7.

3. Emery EC, Young GT, Berrocoso EM, Chen L, McNaughton PA. HCN2 ion
channels play a central role in inflammatory and neuropathic pain. Science.
2011;333:1462–6.

4. Takasu K, Ono H, Tanabe M. Spinal hyperpolarization-activated cyclic
nucleotide-gated cation channels at primary afferent terminals contribute to
chronic pain. Pain. 2010;151:87–96.

5. Tibbs GR, Posson DJ, Goldstein PA. Voltage-gated ion channels in the PNS:
novel therapies for neuropathic pain? Trends Pharmacol Sci. 2016;37:522–42.

6. Brewster AL, Chen Y, Bender RA, Yeh A, Shigemoto R, Baram TZ.
Quantitative analysis and subcellular distribution of mRNA and protein
expression of the hyperpolarization-activated cyclic nucleotide-gated
channels throughout development in rat hippocampus. Cereb Cortex. 2007;
17:702–12.

7. Seo H, Seol MJ, Lee K. Differential expression of hyperpolarization-activated
cyclic nucleotide-gated channel subunits during hippocampal development
in the mouse. Mol Brain. 2015;8:13.

8. Nakashima N, Ishii TM, Bessho Y, Kageyama R, Ohmori H. Hyperpolarization-
activated cyclic nucleotide-gated channels regulate the spontaneous firing
rate of olfactory receptor neurons and affect glomerular formation in mice.
J Physiol. 2013;591:1749–69.

9. Oyrer J, Bleakley LE, Richards KL, Maljevic S, Phillips AM, Petrou S, et al.
Using a multiplex nucleic acid in situ hybridization technique to determine
HCN4 mRNA expression in the adult rodent brain. Front Mol Neurosci. 2019;
12:211.

10. Zobeiri M, Chaudhary R, Blaich A, Rottmann M, Herrmann S, Meuth P, et al.
The hyperpolarization-activated HCN4 channel is important for proper
maintenance of oscillatory activity in the thalamocortical system. Cereb
Cortex. 2019;29:2291–304.

11. Tu H, Deng L, Sun Q, Yao L, Han JS, Wan Y. Hyperpolarization-activated,
cyclic nucleotide-gated cation channels: roles in the differential
electrophysiological properties of rat primary afferent neurons. J Neurosci
Res. 2004;76:713–22.

12. Lai HJ, Chen CL, Tsai LK. Increase of hyperpolarization-activated cyclic
nucleotide-gated current in the aberrant excitability of spinal muscular
atrophy. Ann Neurol. 2018;83:494–507.

13. Hughes DI, Sikander S, Kinnon CM, Boyle KA, Watanabe M, Callister RJ, et al.
Morphological, neurochemical and electrophysiological features of
parvalbumin-expressing cells: a likely source of axo-axonic inputs in the
mouse spinal dorsal horn. J Physiol. 2012;590:3927–51.

14. Peng SC, Wu J, Zhang DY, Jiang CY, Xie CN, Liu T. Contribution of
presynaptic HCN channels to excitatory inputs of spinal substantia
gelatinosa neurons. Neuroscience. 2017;358:146–57.

15. Duan B, Cheng L, Bourane S, Britz O, Padilla C, Garcia-Campmany L, et al.
Identification of spinal circuits transmitting and gating mechanical pain.
Cell. 2014;159:1417–32.

16. Cheng L, Duan B, Huang T, Zhang Y, Chen Y, Britz O, et al. Identification of
spinal circuits involved in touch-evoked dynamic mechanical pain. Nat
Neurosci. 2017;20:804–14.

17. Hughes DI, Boyle KA, Kinnon CM, Bilsland C, Quayle JA, Callister RJ, et al.
HCN4 subunit expression in fast-spiking interneurons of the rat spinal cord
and hippocampus. Neuroscience. 2013;237:7–18.

18. Bond CT, Sprengel R, Bissonnette JM, Kaufmann WA, Pribnow D, Neelands T,
et al. Respiration and parturition affected by conditional overexpression of
the Ca2+-activated K+ channel subunit, SK3. Science. 2000;289:1942–6.

19. Kozasa Y, Nakashima N, Ito M, Ishikawa T, Kimoto H, Ushijima K, et al. HCN4
pacemaker channels attenuate the parasympathetic response and stabilize
the spontaneous firing of the sinoatrial node. J Physiol. 2018;596:809–25.

https://doi.org/10.1186/s13041-020-00666-6
https://doi.org/10.1186/s13041-020-00666-6


Nakagawa et al. Molecular Brain          (2020) 13:127 Page 13 of 13
20. Tamamaki N, Yanagawa Y, Tomioka R, Miyazaki J, Obata K, Kaneko T. Green
fluorescent protein expression and colocalization with calretinin,
parvalbumin, and somatostatin in the GAD67-GFP knock-in mouse. J Comp
Neurol. 2003;467:60–79.

21. Wang Y, Kakizaki T, Sakagami H, Saito K, Ebihara S, Kato M, et al. Fluorescent
labeling of both GABAergic and glycinergic neurons in vesicular GABA
transporter (VGAT)-Venus transgenic mouse. Neuroscience. 2009;164:1031–43.

22. Allen Brain Atlas. https://mousespinal.brain-map.org/imageseries/showref.
html. Accessed 12 Apr 2020.

23. Chaplan SR, Bach FW, Pogrel JW, Chung JM, Yaksh TL. Quantitative assessment
of tactile allodynia in the rat paw. J Neurosci Methods. 1994;53:55–63.

24. Todd AJ. Identifying functional populations among the interneurons in
laminae I-III of the spinal dorsal horn. Mol Pain. 2017;13:1744806917693003.

25. Abraira VE, Ginty DD. The sensory neurons of touch. Neuron. 2013;79:618–39.
26. Polgár E, Sardella TC, Tiong SY, Locke S, Watanabe M, Todd AJ. Functional

differences between neurochemically defined populations of inhibitory
interneurons in the rat spinal dorsal horn. Pain. 2013;154:2606–15.

27. Tiong SY, Polgár E, van Kralingen JC, Watanabe M, Todd AJ. Galanin-
immunoreactivity identifies a distinct population of inhibitory interneurons
in laminae I-III of the rat spinal cord. Mol Pain. 2011;7:36.

28. Abraira VE, Kuehn ED, Chirila AM, Springel MW, Toliver AA, Zimmerman AL,
et al. The cellular and synaptic architecture of the mechanosensory dorsal
horn. Cell. 2017;168:295–310.e19.

29. Todd AJ, Hughes DI, Polgár E, Nagy GG, Mackie M, Ottersen OP, et al. The
expression of vesicular glutamate transporters VGLUT1 and VGLUT2 in
neurochemically defined axonal populations in the rat spinal cord with
emphasis on the dorsal horn. Eur J Neurosci. 2003;17:13–27.

30. Coggeshall RE. Fos, nociception and the dorsal horn. Prog Neurobiol. 2005;
77:299–352.

31. Kharouf Q, Phillips AM, Bleakley LE, Morrisroe E, Oyrer J, Jia L, et al. The
hyperpolarization-activated cyclic nucleotide-gated 4 channel as a potential
anti-seizure drug target. Br J Pharmacol. 2020;177:3712–29.

32. Laing I, Todd AJ, Heizmann CW, Schmidt HH. Subpopulations of GABAergic
neurons in laminae I-III of rat spinal dorsal horn defined by coexistence with
classical transmitters, peptides, nitric oxide synthase or parvalbumin.
Neuroscience. 1994;61:123–32.

33. Petitjean H, Pawlowski SA, Fraine SL, Sharif B, Hamad D, Fatima T, et al.
Dorsal horn parvalbumin neurons are gate-keepers of touch-evoked pain
after nerve injury. Cell Rep. 2015;13:1246–57.

34. Boyle KA, Gradwell MA, Yasaka T, Dickie AC, Polgár E, Ganley RP, et al.
Defining a spinal microcircuit that gates myelinated afferent input:
implications for tactile allodynia. Cell Rep. 2019;28:526–40.

35. Tae H-S, Smith KM, Phillips AM, Boyle KA, Li M, Forster IC, et al. Gabapentin
modulates HCN4 channel voltage-dependence. Front Pharmacol. 2017;8:554.

36. Alba-Delgado C, El Khoueiry C, Peirs C, Dallel R, Artola A, Antri M. Subpopulations
of PKCγ interneurons within the medullary dorsal horn revealed by
electrophysiologic and morphologic approach. Pain. 2015;156:1714–28.

37. Gutierrez-Mecinas M, Bell AM, Shepherd F, Polgár E, Watanabe M, Furuta T,
et al. Expression of cholecystokinin by neurons in mouse spinal dorsal horn.
J Comp Neurol. 2019;527:1857–71.

38. Häring M, Zeisel A, Hochgerner H, Rinwa P, Jakobsson JET, Lönnerberg P,
et al. Neuronal atlas of the dorsal horn defines its architecture and links
sensory input to transcriptional cell types. Nat Neurosci. 2018;21:869–80.

39. Braz J, Solorzano C, Wang X, Basbaum AI. Transmitting pain and itch
messages: a contemporary view of the spinal cord circuits that generate
gate control. Neuron. 2014;82:522–36.

40. Lu Y, Perl ER. Modular organization of excitatory circuits between neurons of
the spinal superficial dorsal horn (laminae I and II). J Neurosci. 2005;25:3900–7.

41. Neumann S, Braz JM, Skinner K, Llewellyn-Smith IJ, Basbaum AI. Innocuous,
not noxious, input activates PKCγ interneurons of the spinal dorsal horn via
myelinated afferent fibers. J Neurosci. 2008;28:7936–44.

42. Lu Y, Dong H, Gao Y, Gong Y, Ren Y, Gu N, et al. A feed-forward spinal cord
glycinergic neural circuit gates mechanical allodynia. J Clin Invest. 2013;123:
4050–62.

43. Malmberg AB, Chen C, Tonegawa S, Basbaum AI. Preserved acute pain and
reduced neuropathic pain in mice lacking PKCγ. Science. 1997;278:279–83.

44. Miraucourt LS, Dallel R, Voisin DL. Glycine inhibitory dysfunction turns touch
into pain through PKCgamma interneurons. PLoS One. 2007;2:e1116.

45. Liu Y, Latremoliere A, Li X, Zang Z, Chen M, Wang X, et al. Touch and tactile
neuropathic pain sensitivity are set by corticospinal projections. Nature.
2018;561:547–50.
46. Bráz JM, Basbaum AI. Triggering genetically-expressed transneuronal tracers
by peripheral axotomy reveals convergent and segregated sensory neuron-
spinal cord connectivity. Neuroscience. 2009;163:1220–32.

47. Ma W, Quirion R. Increased phosphorylation of cyclic AMP response
element-binding protein (CREB) in the superficial dorsal horn neurons
following partial sciatic nerve ligation. Pain. 2001;93:295–301.

48. Kuwabara Y, Kuwahara K, Takano M, Kinoshita H, Arai Y, Yasuno S, et al.
Increased expression of HCN channels in the ventricular myocardium
contributes to enhanced arrhythmicity in mouse failing hearts. J Am Heart
Assoc. 2013;2:e000150.

49. Oshita K, Kozasa Y, Nakagawa Y, Kuwabara Y, Kuwahara K, Nakagawa T, et al.
Overexpression of the HCN2 channel increases the arrhythmogenicity
induced by hypokalemia. J Physiol Sci. 2019;69:653–60.

50. Kuratomi S, Ohmori Y, Ito M, Shimazaki K, Muramatsu S, Mizukami H, et al.
The cardiac pacemaker-specific channel Hcn4 is a direct transcriptional
target of MEF2. Cardiovasc Res. 2009;83:682–7.

51. Park K, Yi JH, Kim H, Choi K, Kang SJ, Shin KS. HCN channel activity-
dependent modulation of inhibitory synaptic transmission in the rat
basolateral amygdala. Biochem Biophys Res Commun. 2011;404:952–7.

52. Won J, Lee PR, Oh SB. Alpha 2 adrenoceptor agonist guanabenz directly
inhibits hyperpolarization-activated, cyclic nucleotide-modulated (HCN)
channels in mesencephalic trigeminal nucleus neurons. Eur J Pharmacol.
2019;854:320–7.

53. He JT, Li XY, Zhao X, Liu X. Hyperpolarization-activated and cyclic
nucleotide-gated channel proteins as emerging new targets in neuropathic
pain. Rev Neurosci. 2019;30:639–49.

54. Koga K, Descalzi G, Chen T, Ko HG, Lu J, Li S, et al. Coexistence of two forms
of LTP in ACC provides a synaptic mechanism for the interactions between
anxiety and chronic pain. Neuron. 2015;85:377–89.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in
published maps and institutional affiliations.

https://mousespinal.brain-map.org/imageseries/showref.html
https://mousespinal.brain-map.org/imageseries/showref.html

	Abstract
	Introduction
	Methods
	Ethical approval
	Animals
	Luminescence imaging
	Quantitative PCR
	Fixation and immunohistochemistry
	Quantitative analysis of spinal dorsal horn cells
	Noxious stimulation
	von Frey assay
	Data analysis

	Results
	Visualization of HCN4-expressing loci and genetic validation of HCN4-antibody specificity in the spinal cord
	Laminar distribution of HCN4-IR cells
	Colocalization of HCN4-immunoreactivity with PV- or PKCγ-immunoreactivity
	Virtually all HCN4-IR cells in laminae IIiv–III are excitatory interneurons
	HCN4-immunoreactivity of VGLUT2-IR presynaptic terminals
	Most HCN4-IR neurons in the SDH did not respond to acute nociceptive stimulation

	Discussion
	Expression of HCN4 in excitatory PV-neurons
	Expression of HCN4 in excitatory PKCγ-neurons
	Possible physiological roles of HCN4 channels in excitatory SDH interneurons

	Supplementary information
	Abbreviations
	Acknowledgements
	Authors’ contributions
	Funding
	Availability of data and materials
	Ethics approval and consent to participate
	Consent for publication
	Competing interests
	Author details
	References
	Publisher’s Note

